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Breeding 4.0: 
leveraging multi-omics for
resilient alfalfa cultivars
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Background
Soil salinity negatively affects crop productivity worldwide. 

Medicago sativa is a relatively salt-tolerant legume 
with high-quality protein for food & feed, but its 

cultivation is threatened by the fast pace of salinization.

NAM-population Phenotyping Pathway discovery

x

F1

F1

Functional characterization

Salt-tolerance screening

BGC mining

VIGS VIGE

Aim
Our aim is the discovery and modification of terpenoid networks 

to generate more salt-tolerant Medicago sativa lines.

GLM: Cultivar * & Tissue *
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Paired omics
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